sites ( about 27.05% of the total nucleotides in the sequence) were detected in 69 individuals. The nucleotide diversity ( Pi) of the 69 individuals was 0.04424, and the average number of nucleotide differences ( K) between them was 19.908.
The 69 individuals belonged to 32 haplotypes, according to the determined sequences. The average genetic distance ( P) among the haplotypes of the species was 0.070. Analysis of the phylogenetic tree using the neighbour鄄joining method showed that the 32 haplotypes were clustered into three groups. The 32 haplotypes were randomly distributed between the four forest musk deer populations. By means of the median鄄joining method, we found that haplotype 3 was located in the center of the star graph, and that the other haplotypes were associated with haplotype 3 by 1-38 steps. The average genetic distance of the four groups was 0.0434 ( standard error 0.005) . The genetic relationship between the Fengxian musk deer plant and Liuba populations was distant. The average genetic distance among the haplotypes was 0.043, so the genetic differentiation
had not yet reached the level of population differentiation. Our data indicated that the variation and genetic diversity were high in the four populations of Moschus berezovskii. The captive breeding population and the wild population in Fengxian both had a higher nucleotide diversity and haplotype diversity. There was no inbreeding or genetic diversity reduction in the captive breeding population. The analysis of molecular variance demonstrated that most variation occurred within samples and that there was significant differentiation between the four populations. The genetic differentiation between the farm populations and the wild populations in Fengxian was small, with a high degree of gene flow. Estimates of the gene flow indicated that there were few genetic exchanges among the four populations. Building pedigree records and increasing the gene flow between populations will help to conserve these populations and this species. [9] ,数量由 8 万只锐减到 4000 只 左右 [10] ,已濒临灭绝 [11] 
等。 用 Mega5.05 [24] 0. 0265 [38] 、 梅 花 鹿 ( Cervus nippon ) 0. 0106 [39] 、 黑 麂 ( Muntiacus muntja ) 0. 00562 [40] 、 海 南 坡 鹿 ( Cervus eldi)0.0014-0. 0024 [41] 
